Key indicators: single-crystal X-ray study; T = 100 K; mean (C-C) = 0.003 Å; R factor = 0.032; wR factor = 0.066; data-to-parameter ratio = 13.5.
Related literature
For ionic liquids (ILs) with dicyanamide anions, see: MacFarlane et al. (2001) . For copper-based ILs, see: Stricker et al. (2010) . For solvent-free [Cu(dicyanamide)] and its monoadduct with acetonitrile, see: Bessler et al. (2000) ; Batten et al. (2000) .
Experimental
Crystal data [Cu(C 2 
Data collection
Stoe IPDS 2 diffractometer Absorption correction: multi-scan (Blessing, 1995) T min = 0.375, T max = 0.783 4132 measured reflections 528 independent reflections 510 reflections with I > 2(I) R int = 0.097 (Batten et al., 2000) , while solvent-free copper(I)-dicyanamide results from reduction of an aqueous solution of Na(DCA) and CuSO 4 with NaHSO 3 (Bessler et al., 2000) .
The crystal structure of the title compound features zigzag chains along the a axis that consist of alternating [Cu (MeCN) 2 ] and dicyanamide units. The latter act as bidentate ligands via both terminal nitrogen atoms, the copper atoms show a slightly distorted tetrahedral coordination sphere (Fig. 1) . The anionic and neutral ligands lie on different mirror planes (perpendicular to the b and a axis, respectively) while the metal is situated on their intersection. The asymmetric unit comprises one fourth of the formula unit. (Batten et al., 2000) shows similarities in terms of bond lengths and angles. In fact, both structures can locally be related to each other by formally breaking the copper-imide bonds of the latter and replacing them with acetonitrile ligands. The obtained structural motif is then very similar to the one-dimensional polymer building up the title compound (Fig. 2) . Thus a partial depoly- 
Refinement
Hydrogen atoms of the methyl groups were placed on idealized positions and refined using a riding model with U iso (H) = 1.5 × U eq (C) and C-H bond lengths of 0.98 Å.
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Crystal data as those based on F, and R-factors based on ALL data will be even larger.
The methyl group was modelled using AFIX 133 as a riding group with idealized geometry. As the most favourable conformation was found to be symmetric with respect to a mirror plane, two protons with half occupancy were generated at symmetry-related positions. These two symmetry-dependent protons were combined by eliminating one of them, setting the other one to full occupancy and finally changing the AFIX code to 03 in order to retain the idealized geometry. 
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (

